Application of a Bayesian Latent Class Model

We analyze data on gene expression in yeast. A key element of what we consider to be best
practice in the analysis of microarray data is the use of a sequence of methods which build upon
our understanding of the experimental protocols and our extant knowledge of yeast cell cycle
biology. Our analysis includes application of a Bayesian latent class model, which is combined
with statistical tools available in SAS to investigate cell cycle expression patterns. We also
investigate the sensitivity of analytic results to the imaging process.
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